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FIGURE 6 




Days post renal transplantation 



FIGURE 7 



RAT 
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HUM 

RAT 
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HUM 

RAT 
MOU 
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RAT 
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RAT 
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HUM 

RAT 
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HUM 

RAT 
MOU 
HUM 

RAT 
MOU 
HUM 

RAT 
MOU 
HUM 



ATGGGCAGTCCGGTATTCAGGAGACCTTTCTGCCy^TCTGTCCyVCCTACAGCCT 67 

X C ^A-T G 67 

— GA TG — C CT T G-T T G- 55 

IV-liJca dnrmain 

CAGCAGTAGCGCTGAGCACAGCTCAAGTGGAAGTGGTGACCCAGGATGAAAGAAAGCTGCTGCAC^^ 134 

— GC 134 

G-T T A C A T 122 

aactgcatccttacgctgttctctaaaaacaacccaggaacccttgattgtgacatggcaga;^^ 201 

a T 201 

T AAA-C GC ATG G — C-C 189 

AAAGCCGTAGGCCCAGAAAACATGGTCACTTACAGCAAAGCCCATGGGGTTGTCATTCAGCCC^ 268 
GA C A ~ A — C TG 268 

ACAAAGACAGGATAAACATC^CTGAGCTGGGACTCTTGAACACT^GCATCACCTTCT 335 
jQ ^ CA 335 

-T — G A T — CC C-A T T-TC — 323 

CCTGGATGATGAGGGTTGCTACATGTGTCTCTTCAACATGTTTGGATCTGGGAAGGTCTCTGGGACA 402 

-A-T-GA GA — C C T CA A — A 4 02 

Q — Q — ^ T-CC T-T A — A — G 390 

1 C-ljJcfi domai n — ~— 

GCTTGCCTTACTCTCTATGTACAGCCCATAGTACACCTTCACTACAACTATTTTGAAGACCACCTAA 4 69 
Q 4 69 

— C C — CG TC A-TC-C 4 57 

ACATCACGTGCTCTGCAACTGCCCGCCCAGCCCCTGCCATCTCCTGGAAGGGCACTGGGTCAGGAAT 536 

T G T A T A 536 

-T T C CATGG T T-C-C 524 

TGAGAATAGTACTGAGAGTCACTCCCATTCAAATGGGACTACATCTGTCACCAGCATCCTCCGGGTC 603 

C T 603 

A A-T — C — TG — T — CC C — G T ATA — 591 

AAAGACCCCAAAACTCAGGTTGGAAAGGAAGTGATCTGCCAGGTTTTATACTTGGGGAATGTGATTG 670 
57Q 

T — G-A G G GC-GC — C C CC- 6 58 

I Tran fimptabrane regxon 

ACTACAAGCAGAGTCTGGACAAAGGATTTTGGTTTTCAGTCCCACTGCTGCTGAGCATTGTTTCTCT 73 7 
^ ^ 737 

TT A-CCG-CA C-A T — G AT A C — 725 

I CytoplASffiic regxon 

GGTAATTCTTCTGGTCTTGATCTCCATCTTATTATACTGGAAACGGCACCGAAATCAGGAGCGGGGT 8 04 

^ ^ eo4 

C C-A A C-G T G C — A 7 92 



PAT G AGT CAT C ACA G G G G AT GCAAAGAAT GAAATAA 

MOU 

HUM TG AG-T A C 
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FIGURE 8 



Lea d er sequence- 



-30 .1 
RAT MGS PVFRRPFCHLSTYSLLWAIAAVALSTA 

MOU L I--- G 

HUM - I— M S V---VM V--C 

|V4ikedomim (domain I) ' * 



RAT QVEVVTQDERKLLHTTASLRCSLKTTQEPL 

MOU -A S 

HUM Q E Y -K QNA A-- 

31 

RAT IVTWQKKKAVGPENMVTYSKAHGVVIQPTY 

MOU S T A" 

HUM - E N 

61 •* •* *• 

RAT KDRINITELGLLNTSITFWNTTLDDGGCYM 

MOU V S H I G 

HUM K Q Q T -I E 

91* I C-.ZUcedomiia(donuinn) 



RAT CLFNMFGSGKVSGTACLTLYVQPIVHLHYN 

MOU -T Q - 

HUM -FG---1 V-- - S K 

121 

RAT YFEHHLN ITCSATARPAPAl SWKGTGSGI E 

MOU - -T-- T 

HUM FS--- - MVF V PR - 

RAT NSTESHSHSNGTTSVTS I LRV KD PKTQVGK 

MOU F 

HUM VT L P H I N 

181 * iTnmmcmbnne regtoa 

RAT EVICQVLYLGNVI DYKQSLDKG FWFSVPLL 

MOU 

HUM H T- - T---F T V N Y 

211 I Cytoplasmic repoo 

RAT LSIVSLVI LLVL I S I L LYWKRH RNQE RG ES 
MOU - I 

HUM V D L 

241 

RAT SQGMQRMK 

MOU 

HUM V - - K ' - -T 



* mvanant cysteine residues. ** tnvanani asparagine (N-linkcd oligosacclMndes) 
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FIGURE 18A 
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FIGURE 23 

EXPRESSION OF OX-2 ON CYTOKERATIN- 
POSITIVE CELLS (TROPHOBLAST) 
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